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NAVIFY® Mutation Profiler

Empowering next-generation sequencing clinical labs
with actionable information

The emergence of next-generation sequencing (NGS) has played a major role in the shift toward precision
medicine. But the amount of patient-specific data that NGS generates and the evergrowing body of knowledge
in which it has to be interpreted has proven as much of a challenge for healthcare facilities as an opportunity.

NAVIFY Mutation Profiler is a clinical NGS reporting solution that can help labs accurately and efficiently
interpret the clinical significance of mutations, empowering clinicians to deliver more personalized healthcare.

NAVIFY Mutation Profiler drastically reduces curation time, Benefits

increasing reproducibility and automating the workflow for

. * Arichly curated and up-to-date
report generation.

knowledge base of genetic variants with
clinical significance for thousands of the
most common variants classified in
accordance with AMP guidelines

With NAVIFY Mutation Profiler, labs are enabled to inform on potential
personalized treatment strategies in a concise professional report for
the oncologist.

* Links findings to actionable therapy
options that are supported by local drug-
approval agencies, clinical studies and
medical guidelines

Clinical Decision Support apps such as NAVIFY Therapy Matcher app
and NAVIFY Clinical Trial Matcher app* extend the functionality of
NAVIFY Mutation Profiler.

L
u%%u ?@-' E:

Highly curated evidence-based knowledge base

* Pre-configured clinical and variant
summaries that help reduce the time
of interpretation

* Lab and variant analytics; with the option
to opt-in for variant classification sharing

L B S

Se oo

* Integrations with the LIS and EHR

R via APls
'-.;‘ :;‘: .I: * Aligned to HIPAA and GDPR regulations;

and ISO 27001,1S0 27017,1S0 27018,
and ISO 13485 certified

o0 of. 2

. Clinically actionable -
Variants mutations Clinical report

NAVIFY Mutation Profiler safeguards and manages sensitive
patient data.

Enable your clinical labs to support better-informed patient treatment
strategies while adhering to global, regional and country regulations
that govern the privacy and security of sensitive patient data.

NAVIFY*
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lon Torrent™ Genexus™
Purification System

e | ysate from FFPE tissue

e Plasma

e \Whole blood

e Peripheral blood leukocytes (PBLs)
e | ysate from fresh-frozen tissue

e | ysate form bone marrow

purification, and quantification
(A48148)

Genexus system0f|A&{2] Oncomine Assay

=

lon Torrent™

FFPE

Plasma

lon Torrent™

e Automated nucleic acid extraction,

AR

Bl
lon Torrent™ Genexus™

Integrated Sequencer

e Sequencing, variant analysis,
and report
(A45727)

* Genexus System & E=10H

Blood
9

lon Torrent™
Oncomine™ Myeloid

Reseach Assay GX
(A47857)

Blood
Bone Marrow

lon Torrent™
Oncomine™ TCR

Beta-LR Assay GX
(A46297)

Oncomine™ Oncomine™
Comprehensive Precision Assay GX
Assay V3 GX (A46296) | (A46291)
Genexus™ FFPE DNA and RNA ° P
Purification Kit (A45539)
Genexus™ Multisample DNA
Purification Kit (A45540)
Genexus™ Cell-Free Total Nucleic °
Acid Purification Kit (A45542)
Genexus™ Total RNA Purification Kit
(A45541)
thermofisher.com
Thermo Fisher Scientific M2 I|A{ AFO|HE|Z &2MA S5H|A}

MEA| L7 ZEZ 281 M QU|ALIE 12F, 06349 | IHHS : 1661-9555
For Research Use Only. Not for use in diagnostic procedures. (57 2XO 20t A2 7h55HH, 2Tt Mo 2= A28 4 ¢
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ARX COKLS SL

C25A22 STXBPI

SPTANT KCNQ2 ARHGEFS PCOHI9 PNKP SCN2ZA PLCBI SCN8A STIGALITBC 1024 BRATI AR XCDKL55LC25 AZ2 STXBPI SPTANI KCNQ2 ARHGEFS PCDHIS FNKP SCNZA PLCBI
€25A22 STXBP1 SP TANT KCNQ2 A RHGEFS PCDHI 9 PKKP SCN2A PLCBI SCHBA ST3GAL3 TBCID24 BRATIARX CDKL5 SLC25A 22 STXBP1 SPT AN1 KCNO2 ARHGEFY PCDHI9 PNKP SCN2A PLC stuu STSGALJ nc
1024 BRATI ARX CDKLS SL €25A22 STXBP I SPTANI KCNQ 2 ARHGEFS PCDH19 PNKP SCH2A PLCB 1 SCNBA ST3GAL3 T8 C1024 BRATIA X CDKLS SLC 5A22 STXBP] SPTAN 1 KCNO2 ARHGEF9 PCOHI9 P
AL3 TBC1DZ4 BRATTAR: KL5 SLC25A 22 STXBP1 SPT ANT KCNQZ ARHGEF9 PCDH19 PNKP SC K2A PLCBI SCNBA ST3 GAL3 TBC1DZ4 BRATIARX CDK L5 SLC25A22 STXBP1 § PTANI KCNO2 ARHGEF9 PCDHI! PN b scnu ucn scne
A ST3GAL3 TBC1D24 BRATI ARX C DKLS SLC25A2 2 STXBPISPTA N1 KCNQ2 ARHGEF9 PCDHI9 PNKP SCN 2A PLCBI SCNBA ST3GA L3 TBCID24 B RATIARX COKL 5 SLC25A22 STXBP] SP TANT KCNO2 ARHGEF PCDHIS PN SCN2A PLCBI SCHAA S
T3GALI TBCID2 4 BRATIARX CD KL $LC25A22 STXBPT SPTAN 1 KCNQ2 ARHGEF9 PCDHI9 PNKP SCN2A PLCBI SCNBA STIGAL SLC25A22 STXBP1 SPTA RH GEF P

HGEF9 PCDH 19 PNKP SCN

3 TBCID24 BR ATIARX CDKLS

N1 KENQ2 A

KP.
COHIZ PN

KP SCNZA PLCBI SCNEA

24 PLCBI SCN 8A STIGAL3 T BC1D24 BRA T1 ARX COKL 5 SLC25A22 § TXBP1 SPTANI KCNQ2 ARH GEF9 PCDHI
9 PNKP SCNZA PLCBI SCNBA ST3GAL3 TBCI D24 BRATIARX CDKL5 SLC25A 22 STXBP1 S PTANI KCHO 2 ARHGEFS PC DHIS PNKP SC N2A PLCBI S CNBA ST3GA L3 TBCIDZ4 B RATIARX CDKL 5 5LC25A22 STXBPI SPTA
NI KCNQ2 AR GEFI PCOHI9 P NKP SCN2A PL CB1 SCN8A ST 3GAL3 TBCID2 4 BRATIARX CDKLS SLC2 5A22 STXBP1 § PTANI KCNQ2 ARHGEFS PC DHI9 PNKP S CNZA PLCBI § CNBA ST3GAL3 TBCID24 BR ATIARX CDK
L5 SLC25A22 § TXBPI SPTANI  KCNO2 ARHGE F9 PCOHIS PN KP SCN2A PLC BISCNBA ST 3GAL3 TBCID 24 BRATIARX CDKL5 SLC25A 22 STXBP1 S PTAN1 KCNQ 2 ARHGEFS PC DHI9 PNKP SC N2A PLCBI S CNBA STIGA
L3 TBCI024 BR ATIARX CDKLS  SLC25A22 STX BP1 SPTANI KC NQZ ARHGEFS FCDHI9 PNK P SCN2A PLC BI SCNBA ST3 GAL3 TBCID24 BRATIARX C  DKL5 SLC25, 22 STXBP1 SP TANT KCNO2 A RHGEF9 PCD  H19 PNKP SC

N2A PLCBI SCH 8A STIGALI T8 C1D24 BRATI DKL SLC 25A22 STXBPI SPTANI KCN Q2 ARHGEF9 PCOHIS PNKP A PLCBT S CNBA ST3GA L3 TBCID24 ATTARK CD LCZ5A22

HGEF9 PCDHI9 PNKP SCN2A P LCBI SCNBA ST3GAL3 TBCID24 BRATI A RX CDKLS SLC 25A22 STXBP | SPTANI KCN Q2 ARHGEF9 PCDHI9 PNKP SCN2A PLCB 1SCN8AST3  GAL3 TBCIDZ 4 BRATIARX C KL5 5LC25A22

HGEF9 PCDH19 PNKP SCN2A LCBI SCN8A ST3GAL3 TBCID24 BRATI A RX CDKLS SLC 25A22 STXBP 1 SPTANI KCN Q2 ARHGEFY PCDHIS PNKP SCN2A PLCB 1SCN8A ST3  GAL3 TBCID2 4 BRATIARX CDKL5 SLC25A22 STX

9 PCOHIS PNKP SCN2A PLCBT S CNBA STIGAL3 TBC1D24 BRATIARX CD KLS SLC25A22 STXBPI SPT| N1 KCNQ2 AR HGEF9 PCDH19 PNKP SCN2A PLCBI SCN 8A ST3GAL; TBCID24 BRA T1ARX CDKLS SLC25

PCDH19 PNKP GHZA PLCBT SC  NBA STIGALS TBG1D24 BAATIARK COKL 5 SLC25A22 XBP1 SPT 1 KCNQ2 ARH GEF9 POOHIS PHKP 5OK2A FLCBT SCHE 36A! 01024 BRAT 1ARK GOKLS SLG28A22 STABRT

H19 PNKP SCN2 A PLCBI SCN8A 4 BRATIARX CDKL5 SLC25A 22 STXBP1 SP mu KCNO2 A RHGEF9 PCD KP SCH2A ST3GAL3 TBC mz num

D24 BRATI AR
KCNQ2 ARKGEF 9 PCDHIS PNK P SCH2A PLCB 1 SCNBA STIG AL3 TBCID24 B RATIARX CDKLS SLC25A22 STXBPIS  PTANI KCNQ2 ARHGEF9 PCDH 19 PNKP SCN2A PLCBI SCNBA ST3GA L3 TBCID24 B RATIARX CDK L5 SLC25A22 STXBPI SPTANI KCNQ2
ARHGEFS PCOH 19 PNKP SCN2 A PLCBI SCN8 A ST3GAL3 TB 1024 BRATIA RX CDKL5 SLC25A2Z STXBP1 SPTANI  KCNQ2 ARHGE F9 PCDHIS PN KP SCN2A PLCBI SCNBA C1024 BRATIA RX CDKLS SLC  25A22 STXBP1 SPTANI KCNQZ ARHGE
F9 PCDHI9 PN KP SCN2A PLC  BI SCNBA ST3 GAL3 TBCID24 BRATIARX CDK L5 SLC25A22 STXBPI SPTANI KCNAZ A RHGEF9 PCDHI 9 PNKP SCN2A  PLCBI SCNBA ST3GAL3 TBCID24 BRAT 1 ARX CDKLS S LC25A22 STXB  P1 SPTANI KCKQ2 ARHGEFS PCDH19 P
NKP SCN2A PL BI SCN8A ST GAL3 TBCID2 4 BRATIARX C DKL5 5LC25A2 2 STXBPI SPT CNQZ AR HGEF9 PCDHI9 PNKP SCNZA P LCBI SCNBA § T3GAL3 TBCID 24 BRATIARX CDKL5 SLC25A 22 STXBPI SP TANT KCNQZ A
RHGEFS SCN2A PLCB] SCHOA S T3IGAL3 TBCID 24 BRATIARX  CDKLS5 SLC25 22 STXBPI § ANT KCNQ2 ARHGEF9 PCDH 19 PNKP SCN2 APLCBI SCNB A ST3GAL3 TB €1024 BRATIA  RX CDKLS SLC 25A22 STXBP1
SPTAN1 KCNQ2 ARHGEF9 PCDH19 P NKP SCN2A PL CBI SCN8A ST 3GAL3 TBCID2 4 BRATIARX C DKL5 SLC25A2 2 STXBPI SPTA NI KCNQ2 ARK  GEF9 PCDHI9 PNKP SCN2A P LCBI SCNBA S T3GAL3 TBCID 24 BRATI ARX CDKL5 SLC25A
22 STXBPT SPTANI KCNOZ A F3 PCDHIS P NKP SCN2A P BI SCNBA ST  3GAL3 TBC1D2 BRATIARX C DKL5 SLC25A2 STXBPI SPTA N1 KCNOZ AR| GEF9 PCDHIS P NKP SCN2A PL CB1 SCNBA ST 3GAL3 TBCID2 BRATI ARK
DKL5 SLC25A22 STXBPI SPT ANI KCNOZ AR HGEF9 PCDHI9 PNKP SCN2A P LCBI SCN8A T3GAL3 TBCID 24 BRATIARX CDKL5 SLC25A 22 STXBPI SP TANT KCNG2 A RHGEF9 PCDH 19 PNKP SCN2 A PLCBI SCN8 A ST3GALS T8
c1D24 1ARX C 5 SLC25A22 S TXBP1 SPTANI KCNQ2 ARHGE F9 PCDH19 PN KP SCN2A PLC BI SCNBA ST: GAL3 TBCID24 BRATIARX CD KL5 SLC25A22 STXBPI SPTAN 1KCNO2 ARHG EF9 PCDH19 NKP SCN2A P
c BA S D24 BRATIARX CDKL5 SLC25A 22 STXBP1 SP TANI KCNQ2 A RHGEFY PCDHI § PNKP SCN2A PLCBI SCNBA ST3GAL3 TBC 1024 BRATIAR X CDKLS SLC2 5A22 STX PTANI KCHQZ ARHGEF3 PCDH
TIGAL3 TBC €25A22 STXBP SPTANI KCNQ 2 ARHGEFS pcn H13 PNKPS  CN2A PLCBI scnlA sraﬁ ALITBC 1024 uaanux cn 1024 BRATI KCNQ2 ARHGEF9 PC DH19 PNKP SCNZAP  LCBI AL3TBC 1024 BRATIARX C
ARX CDKL5 SLC25A22 STXBP1 SPTAN KCNQ2 ARH GEFS PCDHI9 NKP SCN2A  PLCBI SCNBA ST: 1024 BRATI ARX C| A22 STXBP1 SPTANI K CNQZ ARHGEFS PCD H13 PNKP SCN2A P ]
RATIARX CDKLS SLE25A22  STXBPI SPTAN 1 KCNQ2 ARH  GEF9 PCDHI9 1 KP SCN2A P LCBI SCN8A STaALs racmzt BRATIARX CDKLS chlSAzz srx BPI SPTANI KCNQ2 ARHGEF 9 PCDH19 PNKP SCN zA PLCBI SCNBA ST
5 SLC25A22 STXBP1 SPTANI KC  NQ2 ARHGEFS PCDH19 PNKP  SCN2A PLCBI SC N8A ST3GAL 3 TBC1D24 BRATIARX CDKLS SLC 25422 STXBP1 SPTANI KCNQ2 ARK GEFS PCDH19 PNKP SCNZA PLC SCNBA STIGAL3 T CID24 BRATIARX C  DKLS SLC25A22
KCNQ2 ARHGE  F9 PCDH19 PN KP SCNZA PLC B1 SCNBA ST 3GAL3 TBCID24 B RATIARX CD KL SLC25A22 STXBPI SPTANI KCN Q2 ARHGEFS PCDHI9 PNKP SCNZA P LCBI SCNBA ST3 GAL3 TBCID24 B RATIARX CDKLS SLC zsm STXBPI SPTA  NIKCNOZ Anunm rcnm PIH
P SCN2A PLC BISCN8AST3  GAL3 TBCID2 4 BRATIARX  CDKL5 SLC25A22 S TXBP1 SPTA  N1KCNQZ ARH GEF9 PCOH19 P NKP SCN2A CBI SCNBA S T3GAL3 TBCID 24 BRATI ARX CDKL5 SLC25A22 STX BPI SPTANI KCNQ2 A RHGEF9 PCDH
19 PNKP SCN 2R PLCBISCN  BA ST3GALI T BCID24 BRA TIARX CDKL5 SLC2 5A22 STXBP 1 SPTANI KCN Q2 ARHGEFS P CDHIS PNKP § CN2A PLCBI S CNBA ST3GAL 3 TBC1D24 BR AT1ARX CDK L5 SLC25 A22 STXBP1 SPTANI  KCNOZ ARHGE
F9 PCOHIS PN KP SCN2A PL CBI SCNBA S T3GALI TBC 1024 BRATIARX CDK L5 SLC26A2 2 STXBP1 SPT ANT KCNOZ2 AR HGEF9 PCDHI 9 PNKP SCN2 A PLCBI SCN® A STIGALI TB CIDN BRAT 1 ARX CD KL5 SLC 25A22 STXBP 1SPTANT KCN
2 ARHGEFS P CDHI9 PNKP  SCN2A PLCB 1SCNBA STIGAL3 T C1024 BRAT  1ARX CDKL5 § LC25A22 STXB  P1 SPTANI KC NQ2 ARHGEFS  PCDH19 PNKP SCN2A PLCBT  SCNBA svsa AL3ITBC1 D24 BRA TIARXCDKL5  SLC25A22 ST
XBPI SP L KP SCN2APLCBI SC BASTIGAL 3 TBC1024 BR TIARK COKLS  SLC25A22 XBP1SPTANI KCNO2 ARHGE F9 PCDHTY Pl SCN2A P LCBI SCN  8A ST36 AL3 TBCID24  BRATIARK CD
KLS SI.CZSAZE 13 BP1 SPTAN GEF9 PCDHI 9 PNKP S CN2A PLCB1 CNEA STIGA L3 TBC1D24 B nunnx cu I.5 5LC25A22  STXBPI SPTAN 1 KCNQ2 ARHG  EF9 SCOM1a PAKP SC  NZAPLC BI SCHOA ST 3GAL3 T|
4 BRATI ARX CDKLS SLCI5AZ7 & TYRPY SPT KCNQZ ARHGEFY  PCDHI9 PNK P SCN2A PLCB 1SCNBA ST36  AL3 T ATIARX COK L5 SLC25A22 § TXBP1 SPTANI Q2 ARH GEFI PC  DH19 PN KP SCN2A PL  CBI SCNBA ST3GAL3 TBCID24 B
RATIARX cnms sLC25 A22 STXBPISPTAN] KC NQ2 ARHGEF 9 PCDHI9 PNKP SCNZA  PLCBI SCNBA ST3GAL3 TBCI D24 SRATH ARX WKLE sLC25A22 STXBPT SPTAN 1KENQ2 ARKE PCDHIS PNKP SC N2A PLC BI SCNBA ST 3GAL3 TBCID24 BRATI ARX CDK
L5 SLC25A22 STXBP1 SP TANI KCNQ2 ARHGEF 9 PCOHI9 P NKP SCN2 A PLCBI SC  N8A ST3GAL3 TBCID24 BRAT  1ARX CDKLS SLC25A22 STXBP 1 SPTANI KCN Q2 ARHGEF9 P CDH19 PNKP SCNZAPL CBI SCN 8A STIGAL3  TBCID24 BRATIARX CDKL5 SLC,
25A22 STXBP1 SPTANI KCNG2 ARHGEFS P CDH19 PNKP  SCN2A PL CBI SCNBA  ST3GAL3 TBCI D24 BRATIARX  CDKL5 SLC25A22 STXEPI SPTA NI KCNO2 ARH GEF9 PCDH19 P SCN2A PLCBI SC NBA ST3 GAL3 TBCIDZ 4 BRATIARK CDKLS SLC25A22 §
TXBPI SPTAN1 KCNQ 2 ARHGEFS PCOH 19 PNKP SC N2A PLCB | SCNBA ST 3GAL3 TBCID2 4 BRATIARX C  DKL5 SLC25A22 STXBPI SPTANI K CNQ2 ARHGEF 9 PCDHIS PNK P SCN2A PL CBISCNBA ST3GA L3 TBCID24B  RATIARX CDK
L5 SLC25A22 STX BP1 SPTANI KC NQ2 ARHGEF 9 PCDHI9PNKP SCN2 A PLCBI SCNg A STIGAL3 TB  CID24 BRATIA RX CDRLS SLC  25A22 STXBPI SPTANI KCNQZ ~ ARHGEFS PC DHI9 PNKP SCN2 A PLCBI SCN  BA ST3GAL3 T
BC1D24 BRATIA RX CDKLS SLC 25A22 STXB  P1SPTANI KCNQ2 AR HGEF9 PCDHI 9 PNKP SCN2A  PLCBI SCNBA ST3GAL3 TBC 1024 BRATI AR X CDKL5 SLC2  5A22 STXBP 1 SPTANI KCNQ2 ARHGEF9 PC  DHI3 PNKP §
CH2A PLCBI § CHBA ST3GAL 3TECID24 B RATIARK CDKLS SLC 25422 STXBPI SPTANI KCNQ 2 ARHGEF9 P CDHIS PNKPS  CN2A PLCBI § CNEA ST3GAL  3TBCID24 B RATIARX CDKL5  SLC25A22 ST  XBPI SPTANI
KCNQ2 ARHGE F9 PCOHI9 PN CNZ LCBI SCNBA ST3GAL 3 TBC1024 BR ATIARX CDKL 55LC25A22 § TXBP1 SPTA| KCNQ2 ARHG| F9 PCOHIY P AP LCBISCNBAST3  GAL3 TBCIDZ 4 BRATIARX C
DKLS SLC25A 22 STXBP1 SP TANTKCNQ2 A RHGEF9 PCD K19 PNKP SCN2A P LCB1 SCHBA rauu TBCID 24 BRATIARX CDKL5 SLC25  A22 STXBPI S PTANI KCHQ2 DH19 PNKP SCN 24 PLC| NBA ST3GAI
TBCID24 BRA ARX CDKLS SLC25A22 STX BP1 SPTANI BITEIIOIOG TS cl CBI S CNBA ST3GAL 3TBCID24 B ATIARX CDKI LC25A22 GEFS PCDHIS  PNKP SCN2A
PLCBI § T8C1 4 BRATI A X COKLS SLC 25A22 STXBP1 S| TANI KCNO2 HOERS FCDNID PNKP SCN24 P LCBI SCNBA T3GAL3 TB RATT ARX PTANI KCNQ2  ARHGEF9 PCDHIS PNKP SCNZA P
LCB1 SCNBA ST3GAL3 TBCID24 BR ATIARX CDKL 5 SLC25A22 STXBPISPTANI K CNO2 '\RHGEFS PCONIS PAKF SCH PLCBI SC| A STIGALS T BC1D24 BRATI ARX CDKL5 SLC25 2 ARHGEF9 P CDH19 PNKP SCN2A PLCBI §
ST3GAL3 TBC1D24 BRATI ARX C DKL5 SLC25A 22 STXBPI § PTANI KCNQZ AR HGEF9 PCDHI9 PNKP scnu PL CB1 SCNBA ST 3GAL3 TBCID 24 BRATIARX CDKL5 SLC25A 2 ARHGEF9 P CDH1S PNKP SCN2A PLCB1 SCI
TBCID24 BRATI ARY CDKLS SL €25A22 STX BPISPTANIKCN Q2 ARHGEF9 PCDHI9 PNK CN2A PLCBI § NGA ST3G 3TBC RATIARX PTANI KCNG2  ARHGEFS PCDHI9 PHKP S s
LCB1 SCNBA STIGA L3 TBCID24 B RATIARX CD KLE S1C25A22  STXBP1 SPTANI KCNQ2 ARN ARHGEFS PCD H13 PNKP ST N2A PLCBI SCNBA AT 1ARX CDKLS  SLC25A22 STXBPI SPTANI
2 ARHGEF9 P SCN2A PLCBI SCNBA ST3G %1024 BRATIARX CDKL5 SLC2 SLC25A22 ST XBP1 SPTANI CDH13 PNKP KCNQ2Z ARH GEF PCOH 19 PNKP SCN 2A PLCBI SCN8A ST3GAL3 TBCT

mu TBCID24
PLCBI SCN3A §
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‘Whole-genome
sequencing changes
the game. One test
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Early Detection of Cancer
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Twist Human

Methylome Panel

Discovery in Methylation Profiling

The Twist Human Methylome Panel targets 3.98M CpG sites through 123 Mb of Find out more
genomic content to target biologically relevant methylation markers. Expansive
content makes this panel an ideal choice for investigators to explore the methylation
fraction in a diverse range of applications from cancer metastasis, human
development, and functional genomics.

KEY BENEFITS

Design and workflow efficiency

- Optimized performance with an end to end workflow
O + Increased library complexity

- Flexibility in adding spike-in content

Broader Coverage versus average microarray
’ - ~4x more coverage of all CpG sites
- More coverage of CpG island bases
/ - Based on updated reference databases

Advantage over microarrays

M - Higher calls at differentially methylated regions
- More upstream and downstream coverage of adjacent CpG sites

Design and Workflow Efficiency

A complete solution that produces highly complex and uniform sequencing reads for methylation

analysis. The end-to-end protocol achieves this by combining an innovative, enzymatic conversion

process, optimized target enrichment workflow, and highly developed panel design process.
Mechanical

Fragmentation
(Covaris)

A y N A
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Library Methylation Methylome
Preparation Conversion Enrichment

Methylation

Sequendng Analytics

@ twistbioscience.com f ’ u TwistBioscience in twist-bioscience ©2022. All Rights Reserved Twist Bioscience Inc.



Agilent

Trusted Answers

|s Your NGS Workflow
Working for You?

One easy, integrated solution

Are you...

= Struggling to deliver successful sequencing data?
= Having difficulty getting run-to-run reproducibility?
= Experiencing laboratory operational inefficiencies?

Your next-generation sequencing (NGS) workflow does not have to be complicated. A simplified, integrated
NGS solution can offer improved genomic sequencing repeatability, productivity, and results.

www.agilent.com/en/product/next-generation-sequencing

For Research Use Only. Not for use in diagnostic procedures.

© Agilent Technologies, Inc. 2021
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