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Sample prep Sequencing Analytics
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06001030 [symposium 1] [symposium Il g;gﬁxmuil%imgggﬁqg 09:00-10:30 Chromosomalimicroarmay Cllnlcalta;pl;astelor;:;é\ilss-based [Oral Presentation 1]
! ! Breast cancer genetics Metabolomics meets genomics STER 9 q 9
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. . [Plenary Lecture 1]
P [Plenary Lecture I] 11:00-12:00 ox{H EH X xH RO 2
11:00-12:00 Discovery Epigenetics Drive Precision Medicine Approaches for Lymphoma RUAAMe] HEH Y 2stof
Luncheon S ium 1 Luncheon S ium Il . A1 [Luncheon Symposium 1V] [Luncheon Symposium V] [Luncheon Symposium VI]
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NGS data structure and format

Strategy for variant filtering

Design of a targeted gene panel

Database and annotation

Copy number analysis tools

Clinical application of gene pane for diagnosis

GATK Best Practice for germline SNP/indel

Evidence assessment using ACMG guideline

Commercial NGS analysis suite: NextGENe

practice

Evidence assessment using ACMG guideline:

Clinical application of gene panel for treatment
decision

Validation and quality assurance of NGS-based test

Commercial NGS analysis suite: Alamut

Interpretation of somatic variants

Laboratory accreditation

Data visualization using IGV

Reporting and incidental findings

Genetic counseling in the NGS era

! O X{AFCE O3 29 FXL OFLY
I 2018 TT——ood T o+ |_H-
ClettitRdeels 2= 88 & 2018 RUSH AH2HE AT ofel= XML RTM 249 Yo dAr S0l LR0] ofY A2tE AL 55| A
of B2l RUdH Ag2t 2| BoM= 2252 78 JHO WEFH HetE oAz ottt 1 RHYY Sel9 M E sfote & 223 19 S0
XS 2 285 L2 8Pt QU0 S0 Ao Z2OH2 =2 ZHO|X| & 23 tj2s Sof 2t o7 Z0]Ct,



